Amino acid

NAGK - G1:49574508

E — 111 Il Lo I | | I L
D — Lo | o I ol I | | |
R — 1 Lo Il | I R | I
K — | Lo | | I | || |
H — | I I | Lol
Y — I | L | ol
F — | | K I | | I I
W — I N
M — ! I | | | |
| — Lo I Ll Lol | N | I
L — [ NI I | I R T N
V — 1 N I I | I
Q — \ I I \ Ll
N — | Il || | |
C — ! I I |
S — L Il I A TR Il [
T — 1 I [T | | | |
A —i I Il | Il P o I R
G —{unm 10 Lo o | | RN I I
P — N | | | | | | F |

| | | | | |

50 100 150 200 250 300

Position in protein sequence
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